
Supplementary Material The Open Structural Biology Journal 2009, Volume 3    i 

SUPPLEMENTARY MATERIAL 

 

Table S1. List of 127 GPCRs that have Common G-Protein Binding Types in the GRAC and gpDB 

 

G-Protein Binding Type (1: Bind, 0: Not Bind) 
SWISS-PROT ID SWISS-PROT AC 

Gi/o Gq/11 Gs G12/13 

5HT1A_HUMAN P08908 1 0 0 0 

5HT1B_HUMAN P28222 1 0 0 0 

5HT1D_HUMAN P28221 1 0 0 0 

5HT1E_HUMAN P28566 1 0 0 0 

5HT1F_HUMAN P30939 1 0 0 0 

5HT5A_HUMAN P47898 1 0 0 0 

AA1R_HUMAN P30542 1 0 0 0 

AA3R_HUMAN P33765 1 0 0 0 

ACM2_HUMAN P08172 1 0 0 0 

ACM4_HUMAN P08173 1 0 0 0 

ADA2B_HUMAN P18089 1 0 0 0 

ADA2C_HUMAN P18825 1 0 0 0 

APJ_HUMAN P35414 1 0 0 0 

CCR10_HUMAN P46092 1 0 0 0 

CCR1_HUMAN P32246 1 0 0 0 

CCR2_HUMAN P41597 1 0 0 0 

CCR3_HUMAN P51677 1 0 0 0 

CCR4_HUMAN P51679 1 0 0 0 

CCR5_HUMAN P51681 1 0 0 0 

CCR6_HUMAN P51684 1 0 0 0 

CCR7_HUMAN P32248 1 0 0 0 

CCR8_HUMAN P51685 1 0 0 0 

CCR9_HUMAN P51686 1 0 0 0 

CNR1_HUMAN P21554 1 0 0 0 

CNR2_HUMAN P34972 1 0 0 0 

CX3C1_HUMAN P49238 1 0 0 0 

CXCR1_HUMAN P25024 1 0 0 0 

CXCR2_HUMAN P25025 1 0 0 0 

CXCR3_HUMAN P49682 1 0 0 0 

CXCR4_HUMAN P61073 1 0 0 0 

CXCR5_HUMAN P32302 1 0 0 0 

CXCR6_HUMAN O00574 1 0 0 0 

DRD2_HUMAN P14416 1 0 0 0 

DRD3_HUMAN P35462 1 0 0 0 
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(Table S1) contd….. 

G-Protein Binding Type (1: Bind, 0: Not Bind) 
SWISS-PROT ID SWISS-PROT AC 

Gi/o Gq/11 Gs G12/13 

DRD4_HUMAN P21917 1 0 0 0 

EDG1_HUMAN P21453 1 0 0 0 

FPRL1_HUMAN P25090 1 0 0 0 

G109A_HUMAN Q8TDS4 1 0 0 0 

G109B_HUMAN P49019 1 0 0 0 

GALR1_HUMAN P47211 1 0 0 0 

GALR3_HUMAN O60755 1 0 0 0 

GPR44_HUMAN Q9Y5Y4 1 0 0 0 

HRH3_HUMAN Q9Y5N1 1 0 0 0 

HRH4_HUMAN Q9H3N8 1 0 0 0 

MTR1A_HUMAN P48039 1 0 0 0 

MTR1B_HUMAN P49286 1 0 0 0 

NPY2R_HUMAN P49146 1 0 0 0 

NPY4R_HUMAN P50391 1 0 0 0 

NPY5R_HUMAN Q15761 1 0 0 0 

OPRD_HUMAN P41143 1 0 0 0 

OPRK_HUMAN P41145 1 0 0 0 

OPRM_HUMAN P35372 1 0 0 0 

OPRX_HUMAN P41146 1 0 0 0 

OXER1_HUMAN Q8TDS5 1 0 0 0 

P2Y12_HUMAN Q9H244 1 0 0 0 

RL3R1_HUMAN Q9NSD7 1 0 0 0 

RL3R2_HUMAN Q8TDU9 1 0 0 0 

SSR1_HUMAN P30872 1 0 0 0 

SSR2_HUMAN P30874 1 0 0 0 

SSR3_HUMAN P32745 1 0 0 0 

SSR4_HUMAN P31391 1 0 0 0 

SSR5_HUMAN P35346 1 0 0 0 

XCR1_HUMAN P46094 1 0 0 0 

5HT2A_HUMAN P28223 0 1 0 0 

5HT2B_HUMAN P41595 0 1 0 0 

ACM5_HUMAN P08912 0 1 0 0 

ADA1B_HUMAN P35368 0 1 0 0 

ADA1D_HUMAN P25100 0 1 0 0 

BKRB1_HUMAN P46663 0 1 0 0 

BRS3_HUMAN P32247 0 1 0 0 

CLTR1_HUMAN Q9Y271 0 1 0 0 

CLTR2_HUMAN Q9NS75 0 1 0 0 
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(Table S1) contd….. 

G-Protein Binding Type (1: Bind, 0: Not Bind) 
SWISS-PROT ID SWISS-PROT AC 

Gi/o Gq/11 Gs G12/13 

GHSR_HUMAN Q92847 0 1 0 0 

GNRHR_HUMAN P30968 0 1 0 0 

HRH1_HUMAN P35367 0 1 0 0 

MCHR2_HUMAN Q969V1 0 1 0 0 

NMBR_HUMAN P28336 0 1 0 0 

NMUR1_HUMAN Q9HB89 0 1 0 0 

NTR1_HUMAN P30989 0 1 0 0 

NTR2_HUMAN O95665 0 1 0 0 

OX1R_HUMAN O43613 0 1 0 0 

OX2R_HUMAN O43614 0 1 0 0 

P2RY1_HUMAN P47900 0 1 0 0 

P2RY2_HUMAN P41231 0 1 0 0 

P2RY4_HUMAN P51582 0 1 0 0 

P2RY6_HUMAN Q15077 0 1 0 0 

PE2R1_HUMAN P34995 0 1 0 0 

PF2R_HUMAN P43088 0 1 0 0 

PRLHR_HUMAN P49683 0 1 0 0 

TRFR_HUMAN P34981 0 1 0 0 

UR2R_HUMAN Q9UKP6 0 1 0 0 

V1BR_HUMAN P47901 0 1 0 0 

5HT6R_HUMAN P50406 0 0 1 0 

5HT7R_HUMAN P34969 0 0 1 0 

AA2AR_HUMAN P29274 0 0 1 0 

AA2BR_HUMAN P29275 0 0 1 0 

ACTHR_HUMAN Q01718 0 0 1 0 

ADRB1_HUMAN P08588 0 0 1 0 

ADRB2_HUMAN P07550 0 0 1 0 

DRD1_HUMAN P21728 0 0 1 0 

HRH2_HUMAN P25021 0 0 1 0 

MC3R_HUMAN P41968 0 0 1 0 

MC4R_HUMAN P32245 0 0 1 0 

MC5R_HUMAN P33032 0 0 1 0 

MSHR_HUMAN Q01726 0 0 1 0 

PD2R_HUMAN Q13258 0 0 1 0 

PE2R2_HUMAN P43116 0 0 1 0 

PE2R4_HUMAN P35408 0 0 1 0 

PI2R_HUMAN P43119 0 0 1 0 

TAAR1_HUMAN Q96RJ0 0 0 1 0 



iv     The Open Structural Biology Journal, 2009, Volume 3 Supplementary Material 
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G-Protein Binding Type (1: Bind, 0: Not Bind) 
SWISS-PROT ID SWISS-PROT AC 

Gi/o Gq/11 Gs G12/13 

V2R_HUMAN P30518 0 0 1 0 

C5AR_HUMAN P21730 1 1 0 0 

LT4R1_HUMAN Q15722 1 1 0 0 

LT4R2_HUMAN Q9NPC1 1 1 0 0 

MCHR1_HUMAN Q99705 1 1 0 0 

OXYR_HUMAN P30559 1 1 0 0 

PAR2_HUMAN P55085 1 1 0 0 

PAR3_HUMAN O00254 1 1 0 0 

PAR4_HUMAN Q96RI0 1 1 0 0 

PTAFR_HUMAN P25105 1 1 0 0 

P2Y11_HUMAN Q96G91 0 1 1 0 

LSHR_HUMAN P22888 1 1 1 0 

EDG8_HUMAN Q9H228 1 0 0 1 

PAR1_HUMAN P25116 1 1 0 1 

EDG4_HUMAN Q9HBW0 1 1 0 1 

EDG2_HUMAN Q92633 1 1 0 1 

TSHR_HUMAN P16473 1 1 1 1 
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Table S2 (A). List of the Numerical Values for the 20 Amino Acid Residues for the Amino Acid Properties that are Effective for Dis-

criminating Gi/o Binding Type 

 

Res. 

Num. 
Position 94 (TM2) 

Position 109 

(EL1) 

Position 138 

(IL2) 

Position 144 

(IL2) 
Position 145 (IL2) 

Position 211 

(TM5) 

Position 259 

(TM6) 

Position 263 

(TM6) 

Amino 

Acid 

Transfer Free Energy 

(AcWI-X-LL Pep-

tides from Bilayer 

Interface to Water)  

Normalized 

Frequency of 

C-Terminal 

Helix 

Slopes 

Tripeptide 
Refractivity 

Hydrophobicity 

Coefficient (RP-

HPLC, C18 with 

0.1%TFA/ 

MeCN/H2O)  

Normalized 

Frequency of 

Extended Struc-

ture  

Transfer Free 

Energy 

(CHP/Water)  

Normalized 

Average Hydro-

phobicity Scale 

A 4.08  1.20  -0.393  4.34  0.06  0.790  -0.48  0.02  

C 4.49  1.11  -0.222  35.77  0.49  1.268  -0.32  0.77  

D 3.02  0.61  -0.247  12.00  -0.20  0.530  -0.75  -1.04  

E 2.23  1.24  -0.260  17.26  -0.10  0.643  -0.71  -1.14  

F 5.38  1.10  -0.189  29.40  4.80  1.052  1.03  1.35  

G 4.24  0.42  -0.570  0.00  0.21  0.725  0.00  -0.80  

H 4.08  1.77  -0.244  21.81  -2.24  0.864  -0.51  0.26  

I 4.52  0.98  -0.144  19.06  3.48  1.361  0.81  1.81  

K 3.77  1.83  -0.294  21.29  -1.62  0.735  -0.09  -0.41  

L 4.81  1.13  -0.281  18.78  3.50  1.111  1.02  1.14  

M 4.48  1.57  -0.274  21.64  0.21  1.092  0.81  1.00  

N 3.83  0.59  -0.268  13.28  0.25  0.832  -0.87  -0.77  

P 3.80  0.00  - 10.93  0.71  1.249  2.03  -0.09  

Q 3.67  1.22  -0.291  17.56  0.31  1.038  -0.32  -1.10  

R 3.91  1.25  -0.317  26.66  -0.85  1.087  -0.06  -0.42  

S 4.12  0.96  -0.280  6.35  -0.62  1.093  0.05  -0.97  

T 4.11  0.75  -0.152  11.01  0.65  1.214  -0.35  -0.77  

V 4.18  1.25  -0.080  13.92  1.59  1.428  0.56  1.13  

W 6.10  0.40  -0.206  42.53  2.29  1.114  0.66  1.71  

Y 5.19  0.73  -0.155  31.53  1.89  1.340  1.24  1.11  

TM: Transmembrane, IL: Intracellular Loop, EL: Extracellular Loop 

Res. Num.: Sequential number of residues in rhodopsin which were used as template for structural alignment to each GPCR. 
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Table S2 (B). List of the Numerical Values for the 20 Amino Acid Residues for the Amino Acid Properties that are Effective for Dis-

criminating Gq/11 Binding Type 

 

Res. 

Num. 
Position 98 (EL1) Position 101 (EL1) Position 134 (IL2) Position 143 (IL2) 

Position 273 

(TM6) 

Position 

307 (TM7) 
Position 307 (TM7) 

Amino 

Acid 

van der Waals 

Parameter Epsilon 

Retention Coeffi-

cient in NaH2PO4 

Optimized Side 

Chain Interaction 

Average Side Chain 

Orientation Angle 

Relative Prefer-

ence Value at C1 
Size 

Number of Atoms in the 

Side Chain Labelled 2+1 

A 0.025  1.0  4.55  87  1.1  2.5  0  

C 0.100  4.6  -0.78  104  1.6  3.0  0  

D 0.100  -0.5  2.85  71  0.4  2.5  1  

E 0.100  1.1  5.16  72  0.8  5.0  1  

F 0.390  12.6  4.37  108  0.7  6.5  1  

G 0.025  0.2  9.14  90  0.2  0.5  0  

H 0.100  -2.2  4.48  90  3.4  6.0  1  

I 0.190  7.0  2.10  105  0.7  5.5  1  

K 0.200  -3.0  10.68  65  2.0  7.0  1  

L 0.190  9.6  3.24  104  0.7  5.5  2  

M 0.190  4.0  2.18  100  1.0  6.0  1  

N 0.100  -3.0  5.56  70  1.2  5.0  1  

P 0.170  3.1  5.14  78  0.0  5.5  0  

Q 0.100  -2.0  4.15  66  2.1  6.0  1  

R 0.200  -2.0  5.97  81  1.0  7.5  1  

S 0.025  -2.9  6.78  83  1.7  3.0  0  

T 0.100  -0.6  8.60  83  1.0  5.0  0  

V 0.150  4.6  3.81  94  0.7  5.0  0  

W 0.560  15.1  1.97  94  0.0  7.0  1  

Y 0.390  6.7  2.40  83  1.2  7.0  1  

TM: Transmembrane, IL: Intracellular Loop, EL: Extracellular Loop 

Res. Num.: Sequential number of residues in rhodopsin which were used as template for structural alignment to each GPCR. 



Supplementary Material The Open Structural Biology Journal, 2009, Volume 3    vii 

 

Table S2 (C). List of the Numerical Values for the 20 Amino Acid Residues for the Amino Acid Properties that are Effective for Dis-

criminating Gs Binding Type 

 

Res. 

Num. 

Position 149 

(IL2) 
Position 170 (TM4) 

Position 170 

(TM4) 
Position 171 (TM4) Position 230 (IL3) Position 233 (IL3) 

Amino 

Acid 
Hydrophilicity 

Hydropathy Scale Based on 

Self-Information Values in 

the Two-State Model (36% 

Accessibility) 

Optimized Aver-

age Non-Bonded 

Energy per Atom 

Free Energy Change of 

Epsilon(i) to Alpha(Rh)  

Normalized Positional 

Residue Frequency at 

Helix Termini N1  

Average Relative Fractional 

Occurrence in AL(i)  

A -0.5  5  -2.49  -0.07  1.10  0.82  

C -1.0  224  -3.13  0.17  0.26  0.00  

D 3.0  45  8.86  -0.80  1.14  2.64  

E 3.0  -8  4.04  -0.63  2.30  2.62  

F -2.5  117  -6.64  0.40  0.90  0.00  

G 0.0  -47  -0.56  0.27  0.55  1.63  

H -0.5  -50  4.22  -0.49  0.83  0.00  

I -1.8  83  -10.87  0.06  1.06  2.32  

K 3.0  -38  -9.97  -0.45  1.08  2.86  

L -1.8  82  -7.16  -0.17  0.84  0.00  

M -1.3  83  -4.96  0.03  0.90  0.00  

N 0.2  -77  2.27  -0.57  0.72  2.07  

P 0.0  -103  5.19  -0.47  1.67  0.00  

Q 0.2  -67  1.79  -0.26  1.31  0.00  

R 3.0  -57  2.55  -0.40  1.05  2.60  

S 0.3  -41  -1.60  -0.11  0.81  1.23  

T -0.4  79  -4.75  0.09  0.77  2.48  

V -1.5  117  -3.97  -0.11  0.76  1.62  

W -3.4  130  -17.84  -0.61  1.26  0.00  

Y -2.3  27  9.25  -0.61  0.99  1.90  

TM: Transmembrane, IL: Intracellular Loop, EL: Extracellular Loop 

Res. Num.: Sequential number of residues in rhodopsin which were used as template for structural alignment to each GPCR. 



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


